Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.005 Å; R factor = 0.044; wR factor = 0.116; data-to-parameter ratio = 14.5. organic compounds o1396 Lu et al.
In the title molecule, C 26 H 16 BrN 3 O 3 , the anthracene and benzene mean planes make dihedral angles of 63.79 (2) and 14.67 (2) , respectively, with the plane of the imidazole ring. In the crystal structure, weak intermolecular C-HÁ Á ÁO hydrogen bonds link molecules to form centrosymmetric dimers. Weakstacking interactions, with centroidcentroid distances of 3.779 (2) and 3.826 (2) Å , supply additional stabilization. The crystal packing also exhibits short intermolecular contacts between the nitro groups and Br atoms [BrÁ Á ÁO = 3.114 (2) Å ].
Related literature
For the crystal structure of the chloro analog of the title compound, see: Wang et al. (2009) . For general background on the pharmacological activities of chalcones, see: Corré a et al. (2001) ; Jasinski et al. (2009) ; Nielsen et al. (1998) ; Vogel et al. (2008) . For the synthetic details, see: Erhardt et al. (1985) ; Kranz et al. (1980) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry code: (i) Àx þ 2; Ày þ 1; Àz.
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT-Plus (Bruker, 2001) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: PLATON. Fig. 1 . The molecular structure of (I), showing the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. Fig. 2 . Part of the crystal structure of (I). Hydrogen bonds are shown as dashed lines. Absorption correction: multi-scan (SADABS; Sheldrick, 1996) 
Figures
(Z)-3-(9-Anthryl)-1-(4-bromophenyl)-2-(4-nitro-1H-imidazol-1-yl)prop-2-en-1-oneh = −8→10 T min = 0.775, T max = 0.828 k = −13→13 6422 measured reflections l = −16→15
Refinement
Refinement on F 2 Hydrogen site location: inferred from neighbouring sites Least-squares matrix: full H-atom parameters constrained 
